
0.17 0.07 0.12-0.41

-0.31 -0.350.11 0.31-0.42

0.450.01 0.12 0.27-0.40

-0.15 -0.06-0.06 0.12 0.40 -0.14-0.03 -0.09

0.38-0.38 -0.30 0.42 0.430.09 0.11 0.220.49 -0.25 -0.16

0.010.12 0.09 0.120.26 0.10-0.07

0.38 0.46 0.90-0.13 0.18 0.51

0.44-0.13 -0.17 0.340.10 -0.11-0.18 -0.04
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0.48-0.34 -0.32 0.37-0.05 0.11 0.12-0.20-0.21 -0.12

0.41-0.24 -0.24 0.56 0.18 0.58-0.07 0.15 0.06-0.18-0.19 -0.06

-0.28 -0.30 0.620.19 0.31

0.620.39 0.120.00 0.14 0.070.31

0.320.54-0.24 0.64 0.49-0.03 0.17 0.050.45

0.37-0.27 -0.15 0.54 0.620.07

-0.37 -0.340.17 -0.06 0.09 -0.32-0.32 -0.27
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Preregistered verdict Confirmed Equivalence supported Equivalence inconclusive Inconclusive Disconfirmed

Cell fill = preregistered verdict; number = observed Pearson r

S5 convergent / discriminant verdicts

S5 (Lithuania, preregistered nomological-network bundle). Each cell shows the observed Pearson correlation between a DisInforMeter
construct (row) and an external validation scale (column); fill colour is the preregistered verdict. Where multiple primary tests
existed for the same construct × scale pair, the full-construct row is shown; item-subset overrides are reported in S5 appendix
tables. N = 248.


